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<12 0> METHODS FOR DETERMINING THE PRESENCE OF STAPHYLOCOCCAL ENTEROTOX IN A 

GENE IN A SAMPLE 

<130> DAM 581-02 

<160> 8 

<210> 1 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 1 

<400> 1 

c acttgtaaat ggtagcgaga aaagcgaaga aataa 36 

<210> 2 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 2 

<400> 2 

acagtacct ttggaaacgg ttaaaacgaa taagaaaa 37 

<210> 3 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Forward primer 1 

<400> 3 

tgcc ctaacgtgga caacaa 20 

<210> 4 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 



<223> 
<400> 



Forward primer 2 
4 



caattta tggctagacg gtaaac 

<210> 5 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse primer 1 

<400> 5 

ctgctcc ctgcaattca gact 

<210> 6 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse Primer 2 

<400> 6 



ct tgcttgaaga tccaactcc 
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<212> 
<213> 
<400> 
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<211> 36 
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<223> Probe 1 

<400> 1 
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<210> 2 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 2 

<400> 2 

acagtacct ttggaaacgg ttaaaacgaa taagaaaa 37 

<210> 3 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Forward primer 1 

<400> 3 

tgcc ctaacgtgga caacaa 20 

<210> 4 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Forward primer 2 

<400> 4 

caattta tggctagacg gtaaac 23 



2 
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5 

21 
DNA 

Artificial Sequence 



<210> 
<211> 
<212> 
<213> 
<220> 
<223> 
<400> 



Reverse primer 1 
5 



ctgctcc ctgcaattca gact 



<210> 
<211> 
<212> 
<213> 
<220> 
<223> 
<400> 



6 

21 
DNA 

Artificial Sequence 

Reverse Primer 2 
6 



21 



ct tgcttgaaga tccaactcc 



21 



<210> 7 
<211> 600 
<212> DNA 

<213> Staphylococcus aureus 

<400> 7 

tatgctttag aggtgagcaa aatgaaaaaa acagcattta tactactttt attcattgcc 
ctaacgtgga caacaagtcc acttgtaaat ggtagcgaga aaagcgaaga aataaatgaa 
aaagatttgc gaaaaaagtc tgaattgcag ggagcagctt taggcaatct taaacaaatc 
tattattaca atgaaaaagc taaaactgaa aataaagaga gtcacgatca atttttacag 



60 
120 
180 
240 



300 
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catactatat tgtttaaagg cttttttaca aatcattcat ggtataacga tttattagta 

gattttgatt caaaggatat tgttgataaa tataaaggga aaaaagtaga cttatatggt 360 

gcttattatg gttatcaatg tgcgggtggt acaccaaaca aaacagcttg catgtatggt 420 

ggtgtaacgt tacatgataa taatcgattg accgaagaga aaaaagtgcc gatcaattta 480 

tggctagacg gtaaacaaaa tacagtacct ttggaaacgg ttaaaacgaa taagaaaaat 540 

gtaactgttc aggagttgga tcttcaagca agacgttatt tacaggaaaa atataattta 



600 



<210> 8 
<211> 1443 
<212> DNA 

<213> Staphylococcus aureus entA gene 

<400> 8 

ccaaaataat ggcaagtact ccgttgtcaa taccaagtaa gtaagatatc tgaaatgtat 60 
aatagagtaa aaatgaaatc tttttattat attatagaca agtataaaaa aggtatagta 120 
atatatgtat gtataagtaa ataatgataa ttctataatt attgtatata actaataatt 180 
acttcgacaa aaataatcta ttatccaaat attttagata ataaaaagtt tgtatggaat 240 
tatgctttag aggtgagcaa aatgaaaaaa acagcattta tactactttt attcattgcc 300 
ctaacgtgga caacaagtcc acttgtaaat ggtagcgaga aaagcgaaga aataaatgaa 360 
aaagatttgc gaaaaaagtc tgaattgcag ggagcagctt taggcaatct taaacaaatc 420 
tattattaca atgaaaaagc taaaactgaa aataaagaga gtcacgatca atttttacag 
catactatat tgtttaaagg cttttttaca aatcattcat ggtataacga tttattagta 



480 
540 



gattttgatt caaaggatat tgttgataaa tataaaggga aaaaagtaga cttatatggt 600 

gcttattatg gttatcaatg tgcgggtggt acaccaaaca aaacagcttg catgtatggt 660 

ggtgtaacgt tacatgataa taatcgattg accgaagaga aaaaagtgcc gatcaattta 720 

tggctagacg gtaaacaaaa tacagtacct ttggaaacgg ttaaaacgaa taagaaaaat 780 

gtaactgttc aggagttgga tcttcaagca agacgttatt tacaggaaaa atataattta 840 

tataactctg atgtttttga tgggaaggtt cagaggggat taatcgtgtt tcatacttct 900 
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aaatacacta 


960 


ttaagaatat 
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ttatatacaa 


gttaaacatg 


gtagttttga 


acacgtaatg 


ttcagattat 


tatgaaccga 
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gaataatctg 


aaagtttaca 


agcagtaaaa 
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tgctttgagc 
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aagttggata 


gatggtggct 
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aaggaggtgg 


tgcctatggt 


ggcattactg 


1200 


aaatctttag 


aaaggagacg 
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accatcgcta 
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ttaaatggtt 


attaatttaa 


tctttaatct 
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